Key indicators: single-crystal X-ray study; T = 295 K; mean (C-C) = 0.004 Å; disorder in main residue; R factor = 0.050; wR factor = 0.158; data-to-parameter ratio = 13.8. , is composed of two independent cations of a lansoprazole {systematic name 2-([3-methyl-4-(2,2,2-trifluoroethoxy)pyridin-2-yl]methylsulfinyl)-1H-benzo[d]imidazole} intermediate and a dianion of chloranilic acid. In the cations of the lansoprazole intermediate, the dihedral angles between the least-squares planes of the pyridine and benzimidazole rings are 11.1 (6) and 13.1 (5) , respectively. The dihedral angles between the mean plane of the benzene ring in the chloranilic acid dianion and the pryidine and benzimidazole rings of the two lansoprazole intermediate groups are 71.8 (1)/80.5 (7) and 74.2 (4)/ 74.8 (6) . In addition to ionic bond interactions, the lansoprazole intermediate and chloranilic ions are connected by strong N-HÁ Á ÁO hydrogen bonds, which produce a set of extended O-HÁ Á ÁO-HÁ Á ÁO-H chains along the b axis in the (011) plane. In addition, weak C-HÁ Á ÁO, C-HÁ Á ÁF, N-HÁ Á ÁCl and -[centroid-centroid distances = 3.5631 (15), 3.8187 (13), 3.7434 (17) and 3.842 (2) Å ] intermolecular interactions are observed, which contribute to crystal packing stability. 
The title salt, 2C 16 H 15 , is composed of two independent cations of a lansoprazole {systematic name 2-([3-methyl-4-(2,2,2-trifluoroethoxy)pyridin-2-yl]methylsulfinyl)-1H-benzo [d] imidazole} intermediate and a dianion of chloranilic acid. In the cations of the lansoprazole intermediate, the dihedral angles between the least-squares planes of the pyridine and benzimidazole rings are 11.1 (6) and 13.1 (5) , respectively. The dihedral angles between the mean plane of the benzene ring in the chloranilic acid dianion and the pryidine and benzimidazole rings of the two lansoprazole intermediate groups are 71.8 (1)/80.5 (7) and 74.2 (4)/ 74.8 (6) . In addition to ionic bond interactions, the lansoprazole intermediate and chloranilic ions are connected by strong N-HÁ Á ÁO hydrogen bonds, which produce a set of extended O-HÁ Á ÁO-HÁ Á ÁO-H chains along the b axis in the (011) plane. In addition, weak C-HÁ Á ÁO, C-HÁ Á ÁF, N-HÁ Á ÁCl and -[centroid-centroid distances = 3.5631 (15), 3.8187 (13), 3.7434 (17) and 3.842 (2) Å ] intermolecular interactions are observed, which contribute to crystal packing stability.
Related literature
For bacterial growth inhibition by lansoprazole and its analogs, see: Iwahi et al. (1991) . For related structures, see: Arslan et al. (2006) ; Gotoh et al. (2006 Gotoh et al. ( , 2007 Gotoh et al. ( , 2008 ; Ishida (2004a,b,c) ; Ishida & Kashino (1999 ; Meng & Qian (2006) 
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). 
Data collection: CrysAlis PRO (Oxford Diffraction, 2007 ); cell refinement: CrysAlis PRO; data reduction: CrysAlis PRO; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication: SHELXTL.
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Bis(2-{[3-methyl-4-(2,2,2-trifluoroethoxy)-2-pyridyl]methylsulfanyl}-1H,3H + -benzimidazolium) (Iwahi et al., 1991) and is widely used for the treatment of acid-related gastric diseases due to their ability to inhibit acid secretio. The crystal structures of lansoprazole (Vyas et al., 2000) and lansoprazole sulphone have been reported (Swamy & Ravikumar, 2007) .
Charge transfer complexes of organic species are intensively studied because of their special type of interaction, which is accompanied by transfer of an electron from the donor to the acceptor. Chloranilic acid is a strong dibasic organic acid which exhibits the electron-acceptor properties on one hand and acidic properties leading to formation of hydrogen bonds on the other hand. In the case of stronger bases the proton-transfer hydrogen bonded ion pairs will be formed which is interesting (Gotoh et al., (2007) . In (I), we report values of 1.248 (2)Å (C2═O2), Table 1 ). This produces a set of O-H···O-H···O-H infinite one-dimensional chains along the b axis in the (011) plane. In addition, weak C-H···O, C-H···F, N-H···Cl (Table 1 ) and π-π (Table 2) 
Refinement
The H atoms were placed in geometrically idealized positions and constrained to ride on their parent atoms with N-H = 0.86Å and C-H distances in the range 0.93-0.97Å and with U iso (H) = 1.19-1.50 U eq (C,N). The fluorine atoms were disordered with F1A, F2A, F3A at 0.361 (5) and F1AA, F2AA, F3AA at 0.639 (5) partial occupancy. F1B, F2B, F3B were placed at 0.684 (5) and F1BB, F2BB, F3BB at 0.316 (5) partial occupancy. All fluorine atoms were then refined anisotropically. The following restraints were applied: the ellipsoids of the F atoms were restrained to be isotropic and to have a similar shape than their opposite counterpart. The C-F distances were restrained to 1.303 (1)Å and the F···F distances to 2.128 (1)Å. supplementary materials sup-4
Special details
Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes. 0.0493 (7) 0.0665 (9) 0.0389 (7) −0.0025 (7) 0.0212 (6) 0.0073 (6) O5 0.0436 (7) 0.0706 (9) 0.0325 (7) −0.0026 (7) 0.0081 (6) 0.0078 (6) O6 0.0443 (7) 0.0765 (10) 0.0379 (7) −0.0111 (7) 0.0164 (6) 0.0072 (7) C1 0.0313 (8) 0.0535 (10) 0.0374 (9) −0.0002 (7) 0.0110 (7) 0.0003 (8) C2 0.0398 (9) 0.0452 (9) 0.0334 (9) 0.0063 (7) 0.0127 (7) 0.0008 (7) C3 0.0396 (9) 0.0429 (9) 0.0346 (9) −0.0001 (7) 0.0147 (7) 0.0005 ( Symmetry codes: (i) x, y, z; (ii) 2-x, 1-y, 1-z; Cg1,Cg2,Cg3,Cg4,Cg5,Cg6 are the centroids of the N1A/C1A/N2A/C7A/C2A; N3A/ C9A/C13A/C12A/C11A/C10A; C2A-C7A; N1B/C1B/N2B/C7B/C2B; N3B/C9B/C13B/C12B/C11B/C10B; C2B-C7B rings.
